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Nisizawa, Hoshino, Kanda, 1123

Fusarium oxysporum, amino acid sequence,
amino-terminal processing, cytochrome
P450nor, P450nor isoform, Nakahara,
Shoun, 1082

G

£-D-Gal-(1 — 3)-a-p-GalNAc-OC,H,NO;-p,
endo-a- N -actylgalactosaminidase, S8-D-ga-
lactosidase, mucin-type oligosaccharide,
transglycosylation, Murata, Itoh, Haya-
kawa, Usui, 851

fB-D-galactosidase, endo-a-N-actylgalacto-
saminidase, A-D-Gal-(1—3)-a-D-GalNAc-
OC H,NO,-p, mucin-type oligosaccharide,
transglycosylation, Murata, Itoh, Haya-
kawa, Uswi, 851

f-galactoside-binding lectin, galectin,
L1210, leukemic cell, Mai, Jung, Tachi-
kawa, Fujimoto, 478

f-galactoside «2,6-sialyltransferase, bacte-
rial sialyltransferase, Photobacterium
damsela, Yamamoto, Nakashizuka,
Kodama, Kajihara, Terada, 104

galectin, g-galactoside-binding lectin,
L1210, leukemic cell, Mai, Jung, Tachi-
kawa, Fujimoto, 478

galectin-1, bovine spleen, carbohydrate
specificity, conserved CRD, isoform,
Ahmed, Fink, Pohl, Vasta, 1007

ganglioside, calcineurin, calcium pump, cal-
modulin, phosphodiesterase, Higashi, Yo-
shida, Sato, Yamagata, 66

—, central nervous system, GD3 synthase,
sialyltransferase, Watanabe, Nara, Taka-
hashi, Nagai, Sanai, 1020

gas-phase hydrazinolysis, IgAl, IgA nephro-
pathy, MALDI-TOFMS, O-linked oligosac-
charide, Iwase, Tanaka, Hiki, Kokubo,
Ishii-Karakasa, Kobayashi, Hotta, 92

gastric cancer, cell adhesion, epidermal
growth factor, laminin-.5, tumor promoter,
Mizushima, Miyagi, Kikkawa, Yamanaka,
Yasumitsu, Misugi, Miyazaki, 1196

GBP28, adipocyte, collagen-like domain,

extracellular matrix, gelatin-binding, Na-
kano, Tobe, Choi-Miura, Mazda, Tomita,
803

GD3 synthase, central nervous system, gan-
glioside, sialyltransferase, Watanabe,
Nara, Takahashi, Nagai, Sanai, 1020

GEF, G protein, nuclear pore transport, Ran
pathway, RCC1, RNA1, Seki Hayashi,
Nishimoto, 207

gel, basement membrane, lens capsule, self-
assembly, type IV collagen, Nakazato,
Muraoka, Adachi, Hayashi, 889

gelatin-binding, adipocyte, collagen-like do-
main, extracellular matrix, GBP28, Naka-
no, Tobe, Choi-Miura, Mazda, Tomita, 803

gene expression, apoptosis, Fas antigen,
mitochondria disease, respiratory inhibi-
tor, Asoh, Mori, Hayashi, Ohta, 600

gene family, cell surface protein, early mouse
embryo, GPI-anchor, Rael, Nomura, Zou,
Joh, Takihara, Matsuda, Shimada, 987

gene regulation, IRF, ISGF3, type I inter-
feron, viral induction, Yoneyama, Suhara,
Fukuhara, Sato, Ozato, Fujita, 160

gene structure, D-factor/LIF receptor, TATA
box, Tomida, Gotoh, 201

genomic DNA, exon-intron structure, pro-
moter structure, prostacyclin (PGI,)-
stimulating factor, transcription initiation
site, Mizushima, Sato, Negishi, Koushima,
Okamoto, Ni, Hashimoto, Umeda, Na-
wata, Kanamori, 929

genomic organization, embryogenesis, F9
cell, nucleotide sequence, polycomb group
gene, Motaleb, Takihara, Nomura, Matsu-
da, Higashinakagawa, Shimada, 797

94-kDa glucose-regulated protein, amino acid
sequence, coexpression system, dimeriza-
tion, 90-kDa heat-shock protein, Nemoto,
Matsusaka, Ota, Takagi, Collinge, Wal-
ther-Larsen, 249

Glugea plecoglossi, ancient divergence of
eukaryote, elongation factor, microspor-
idian, mitochondrion-lacking protozoa,
Kamaishi, Hashimoto, Nakamura, Masu-
da, Nakamura, Okamoto, Shimizu, Hase-
gawa, 1095

glutamate dehydrogenase, aspartate amino-
transferase, 2-oxoglutaconate, 2-oxogluta-
conic acid dimethylester, syncatalytic inac-
tivation, Kato, Asano, Makar, Cooper, 531

glutamate receptor, chimera, G protein,
Xenopus oocyte, phospholipase C, Naka-
mura, Nukada, Imai, Sugiyama, 996

y-glutamyltranspeptidase, crystal structure
analysis, density modification, Sakai,
Sakabe, Sasaki, Hashimoto, Suzuki, Tachi,
Kumagai, Sakabe, 26

glutathione, human lysozyme, protein disul-
fide isomerase, protein folding, reductive
cleavage of disulfide bond, Nakamura,
Matsushima, Song, Kikuchi, 525

glycation, advanced glycation end product,
collagen, cross-link, pepsin digestion, Tian,
Toda, Higashino, Matsumura, 1153

glycoprotein, Asn-linked oligosaccharide,
Asn-linked oligosaccharide function, pro-
tein folding, ribonuclease B, Yamaguchi,
Uchida, 474

B-glycosidase, Sulfolobus solfataricus, ther-
mophilic enzyme, protein denaturation,
scanning calorimetry, D’Auria, Rossi,
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Barone, Catanzano, Del Vecchio, Graziano,
Nueci, 292

glycosphingolipid, lysoglycosphingolipid,
matrix-assisted laser desorption ionization
time-of-flight mass spectrometry, sphingo-
lipid, sphingosine, Taketomi, Hara, Ue-
mura, Sugiyama, 573

glycosylation, mast cell, N-terminal amino
acid sequence, rat tongue, tryptase, Oku-
mura, Kudoh, Takashima, Inoue, Sakai,
Kido, 856

glycosylation site, cDNA cloning, C-terminal
analysis, vitronectin, Yoneda, Kojima,
Matsumoto, Yamamoto, Ogawa, 954

glycosyltransferase, cloning, differentiation,
sialic acid, sialyltransferase, Tsuji, 1

glycosyltransferase activity, carbohydrate
structure, fluorescent labeling, a1-6fuco-
syltransferase, HPLC, Uozumi, Teshima,
Yamamoto, Nishikawa, Miyoshi, Gao,
Noda, Islam, Thara, Fujii, Shiba, Tani-
guchi, 385

Golgi apparatus, CDC91, UDP-galactose,
UDP-galactose translocator, ZK370.7,
Miura, Ishida, Hoshino, Yamauchi, Hara,
Ayusawa, Kawakita, 236

—, protein secretion, small GTPase, Saccha-
romyces cerevigsiae, vesicular transport,
Yamanushi, Hirata, Oka, Nakano, 452

Golgi complex, ADP-ribosylation factor, epi-
tope tagging, small GTP-binding protein,
vesicular trafficking, Hosaka, Toda, Taka-
tsu, Torii, Murakami, Nakayama, 813

GPI-anchor, cell surface protein, early mouse
embryo, gene family, Rael, Nomura, Zou,
Joh, Takihara, Matsuda, Shimada, 987

G protein, detergent, muscarinic receptor,
receptor-G protein complex, solubilization,
Rinken, 193

—, GEF, nuclear pore transport, Ran path-
way, RCC1, RNA1, Seki, Hayashi, Nishi-
moto, 207

—, chimera, glutamate receptor, Xenopus
oocyte, phospholipase C, Nakamura,
Nukada, Imai, Sugiyama, 996

—, histidine-tag, muscarinic receptor, purifi-
cation, Hayashi, Haga, 1232

Gram-negative bacteria, carboxyl proteinase,
kinetic property, pepstatin, substrate
specificity, Ito, Dunn, Oda, 845

granuloma, chemotactic factor, macrophage,
mycoloyl glycolipid, Matsunaga, Oka,
Fujiwara, Yano, 663

growth factor, corneal stromal cell, culture in
collagen gel, keratan sulfate, proteoglycan,
Nakazawa, Morita, Nakano, Mano, To-
zawa, 117

—, catalase, H,0,, reactive oxygen, tumor
cell, Miyamoto, Hayashi, Takeuchi, Oka-
moto, Kawashima, Takii, Hayashi, Ono-
zaki, 725

GTPase, actin cytoskeleton, botulinum C3
exoenzyme, cell adhesion, Rho, Narumiya,
215

guanidine hydrochloride, allosteric effector,
phosphoenolpyruvate carboxylase, thermo-
stable enzyme, Thermus sp, Nakamura,
Minoguchi, Izui, 518

guinea pig, cDNA cloning, PAF, PAF-acetyl-
hydrolase, purification, Karasawa, Kuge,
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Kawasaki, Nishiyjima, Nakano, Tomita,
Yokoyama, Setaka, Nojima, 838

guinea pig a -macroglobulin, molecular evolu-
tion, murinoglobulin, rodent phylogeny,
Twasaki, Suzuki, Sinohara, 1167

H

H*-pump, anion-sensitivity, lysosome, re-
constitution, vacuolar H*-ATPase, Oka-
moto, Hiratani, Arai, Ohkuma, 608

H,0,, catalase, growth factor, reactive oxy-
gen, tumor cell, Miyamoto, Hayashi, Take-
uchi, Okamoto, Kawashima, Takii, Haya-
shi, Onozaki, 725

hamster, bikunin, inter-e-trypsin inhibitor,
pancreatic carcinogenesis, trypstatin,
Yamamoto, Yamamoto, Sinohara, 145

head-to-tail interaction, actin-binding abil-
ity, muscle-type tropomyosin, nonmuscle-
type tropomyosin, sea urchin egg tropo-
myosin, Tobita, Hiraide, Miyazaki, Ishi-
moda-Takagi, 922

90-kDa heat-shock protein, amino acid se-
quence, coexpression system, dimerization,
94-kDa glucose-regulated protein, Nemoto,
Matsusaka, Ota, Takagi, Collinge, Wal-
ther-Larsen, 249

heme oxygenase, carbon monoxide, cyto-
stasis, nitric oxide, nitric oxide synthase,
Kurata, Matsumoto, Yamashita, 49

heme oxygenase-2, cDNA cloning, mouse,
Matsumoto, Saito-Ohara, Hoshi, Kurata,
1079

hemodialysis patient, extracellular-super-
oxide dismutase, heparin, neutrophil, tryp-
sin, Adachi, Morihara, Yamazaki, Yama-
da, Futenma, Kato, Hirano, 184

heparan sulfate, Alzheimer’s disease, EHS
tumor, perlecan, proteoglycan, Castillo,
Cummings, Ngo, Yang, Snow, 433

heparin, extracellular-superoxide dismutase,
hemodialysis patient, neutrophil, trypsin,
Adachi, Morithara, Yamazaki, Yamada,
Futenma, Kato, Hirano, 184

heparin binding, affinity chromatography,
heparin column, triple-helical structure,
type V collagen, Mizuno, Hayashi, 934

heparin column, affinity chromatography,
heparin binding, triple-helical structure,
type V collagen, Mizuno, Hayashi, 934

hepatocyte, Cyp3a, dexamethasone, p53,
primary culture, Shimoji, Itoh, Toide,
Nakayama, Aizawa, Kamataki, 42

hepatocyte growth factor, c-met, embryo-
genesis, epithelial-mesenchymal interac-
tion, Xenopus laeuis, Aoki, Takahashi,
Matsumoto, Nakamura, 961

hepatoma cell, insulin, interleukin 4, JAK
kinase, signal transduction, Chuang, Tai,
Kahn, Wu, Lee, Lin, 111

herpes simplex virus type 1, human immuno-
globulin, molecular interaction, optical
biosensor, Inoue, Arai, Aoyagi, 233

heterochromatin, autoantibody, centromere,
DNA binding, HP1, Sugimoto, Yamada,
Muro, Himeno, 153

high pressure, barotolerant bacterium, cydD,
Escherichia coli, respiratory system, Kato,
Tamegai, Tkegami, Usami, Horikoshi, 301

high specificity factor, crystallization, red
alga, ribulose 1,5-bisphosphate carboxyl-
ase/oxygenase, X.ray crystallography,
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Shibata, Yamamoto, Inoue, Uemura, Yoko-
ta, Kai, 1064

histidine-tag, G protein, muscarinic receptor,
purification, Hayashi, Haga, 1232

horseshoe crab, agglutinin, antimicrobial
activity, chitin binding, host defense,
Kawabata, Nagayama, Hirata, Shigenaga,
Agarwala, Saito, Cho, Nakajima, Takagi,
Iwanaga, 1253

host defense, agglutinin, antimicrobial activ-
ity, chitin binding, horseshoe crab,
Kawabata, Nagayama, Hirata, Shigenaga,
Agarwala, Saito, Cho, Nakajima, Takagi,
Iwanaga, 1253

HP1, autoantibody, centromere, DNA bind-
ing, heterochromatin, Sugimoto, Yamada,
Muro, Himeno, 153

HPLC, carbohydrate structure, fluorescent
labeling, a1-6fucosyliransferase, glycosyl-
transferase activity, Uozumi, Teshima,
Yamamoto, Nishikawa, Miyoshi, Gao,
Noda, Islam, Ihara, Fujii, Shiba, Tani-
guchi, 385

human, bikunin, inter-a-trypsin inhibitor
light chain, pancreas, urinary trypsin in-
hibitor (UTI), Itoh, Tomita, Kobayashi,
Uchino, Maruyama, Nawa, 271

human enzyme, enoyl-CoA hydratase, D-3-
hydroxyacyl-CoA dehydratase, medium-
chain, peroxisomal, Jiang, Kobayashi,
Matsuura, Fukushima, Hashimoto, 624

human hepatoma HepG2 cell line, «-1,3-
xylosyltransferase, fluorogenic acceptor,
Xyla1-3Xyla1-3Gle, Minamida, Aoki,
Natsuka, Omichi, Fukase, Kusumoto,
Hase, 1002

human homolog, ¢cDNA, Drosophila bendless
gene product, ubiquitin-conjugating en-
zyme, Yamaguchi, Kim, Sekine, Seino,
Osaka, Yamao, Kato, 494

human immunoglobulin, herpes simplex
virus type 1, molecular interaction, optical
biosensor, Inoue, Arai, Aoyagi, 233

human lysozyme, glutathione, protein disul-
fide isomerase, protein folding, reductive
cleavage of disulfide bond, Nakamura,
Matsushima, Song, Kikuchi, 525

—, amyloid formation, denatured state of a
protein, mutant protein, stability of amyl-
oidogenic protein, Funahashi, Takano,
Ogasahara, Yamagata, Yutani, 1216

hydrogen bond, apomyoglobin, myoglobin,
NMR, protein folding, Yamamoto, 126

hydrogen peroxide, apoptosis, Bcl-2, NGF,
reactive oxygen species, Safoh, Sakai,
Enokido, Uchiyama, Hatanaka, 540

hydrolase fold, catalytic triad, crystal struc-
ture, Rhizopus niveus, triacylglycerol acyl-
hydrolase, Kohno, Funatsu, Mikami, Kugi-
miya, Matsuo, Morita, 505

a /B hydrolase fold family, cloning, crystalli-
zation, dipeptidyl peptidase IV, serine
protease, Kabashima, Ito, Yoshimoto, 1111

hydrolysis, artificial metalloenzyme, dinu-
clear metal complex, ribonucleotide dimer,
Yashiro, Ishikubo, Komiyama, 1067

hydrophobic anchor, acylation of phospho-
lipase A., circular dichroism, conforma-
tional change, phospholipase A,, Ahmed,
Kelly, Lawrence, Mezna, Price, 1224

D-3-hydroxyacyl-CoA dehydratase, enoyl-
CoA hydratase, human enzyme, medium-
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chain, peroxisomal, Jiang, Kobayashi,
Matsuura, Fukushima, Hashimoto, 624

—, bifunctional protein, D-3-hydroxyacyl-
CoA dehydrogenase, peroxisomal, rat en-
zyme, Jiang, Miyazawa, Hashimoto, 633

D-3-hydroxyacyl-CoA dehydrogenase, bi-
functional protein, D-3-hydroxyacyl-CoA
dehydratage, peroxisomal, rat enzyme,
Jiang, Miyazawa, Hashimoto, 633

22 R-hydroxycholesterol, adrenodoxin, cyto-
chrome P-450,., 20R,22R-dihydroxy-
cholesterol, intermediate, Sugano, Miura,
Morishima, 780

I

ICE-like activity, apoptosis, neural differ-.

entiation, P19 cell, proteasome, Koba-
yashi, Shinozaki, Momoi, Arahata, Tsuka-
hara, 699

IgA1l, gas-phase hydrazinolysis, IgA nephro-
pathy, MALDI-TOFMS, O-linked oligosac-
charide, Iwase, Tanaka, Hiki, Kokubo,
Ishii-Karakasa, Kobayashi, Hotta, 92

—, IgA nephropathy, IgAl myeloma,
MALDI-TOFMS, O-linked oligosaccha-
ride, Iwase, Tanaka, Hiki, Kokubo, Ishii-
Karakasa, Kobayashi, Hotta, 393

IgAl myeloma, IgAl, IgA nephropathy,
MALDI-TOFMS, O-linked oligosaccha-
ride, Iwase, Tanaka, Hiki, Kokubo, Ishii-
Karakasa, Kobayashi, Hotta, 393

IgA antibody, food allergy, IgE antibody,
a-tocopherol, unsaturated fatty acid,
Yamada, Hung, Yoshimura, Taniguchi,
Lim, Sugano, 138

IgA nephropathy, gas-phase hydrazinolysis,
IgAl, MALDI-TOFMS, O-linked oligosac-
charide, Iwase, Tanaka, Hiki, Kokubo,
Ishii-Karakasa, Kobayashi, Hotta, 92

—, IgAl, IgAl myeloma, MALDI-TOFMS,
O-linked oligosaccharide, Iwase, Tanaka,
Hiki, Kokubo, Ishii-Karakasa, Kobayashi,
Hotta, 393

IgE antibody, food allergy, IgA antibody,
a-tocopherol, unsaturated fatty acid,
Yamada, Hung, Yoshimura, Taniguchi,
Lim, Sugano, 138

IgG2b- or IgG3-producing hybridoma, iso-
type dependent serum Clq-fluctuation,
mouse Clq metabolism, mRNA of the Clq
B-chain, Sasaki, Yamada, Matsui, Dohi,
Hirakawa, Sakanashi, Yonemasu, 306

IL8, differentiation, neurite, NGF, PC12 cell,
Thara, Iwamatsu, Fujiyoshi, Komi, Yamori,
Fukui, 865

immunofluorescence micrescopy, cytochrome
b, endoplasmic reticulum, membrane
topology, tail-anchored protein, Kuroda,
Kinoshita, Honsho, Mitoma, Ito, 828

importin £, karyopherin 8, NLS receptor,
nuclear transport, PTAC97, Makifuchi,
Takeuchi, Kawahire, Odani, Ichimura,
Omata, Horigome, 716

induction by methionine, Cu?*-carrier pro-
tein, melanin pigment, Streptomyces cas-
taneoglobisporus, tyrosinase from Strep-
tomyces, lkeda, Masujima, Sugiyama,
1141

inherited deficiency, y-carboxyglutamic acid
domain, protein C, secretion, vitamin K-
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dependent factor, Tokunaga, Tsukamoto,
Koide, 360

inhibition stoichiometry, a-amylase inhibi-
tor, complete structure, kidney bean, sub-
unit structure of a«-amylase inhibitor,
Kasahara, Hayashi, Arakawa, Philo, Wen,
Hara, Yamaguchi, 177

initiation of translation, Candida tropicalis,
carnitine acetyltransferase, mitochondria,
peroxisome, Kawachi, Atomi, Ueda,
Hashimoto, Kobayashi, Yoshida, Kama-
sawa, Osumi, Tanaka, 731

inostamycin, edk2, cyclin D, cyclin E, phos-
phatidylinositol, Deguchi, Imoto, Ume-
zawa, 1118

insulin, hepatoma cell, interleukin 4, JAK
kinase, signal transduction, Chuang, Tai,
Kahn, Wu, Lee, Lin, 111

integrin «651, cell adhesion, laminin-1,
phage display library, synthetic peptide,
Murayama, Nishida, Sekiguchi, 445

inter- a -trypsin inhibitor, bikunin, pancreatic
carcinogenesis, trypstatin, hamster, Yama-
moto, Yamamoto, Sinohara, 146

inter-a -trypsin inhibitor light chain, bikunin,
human, pancreas, urinary trypsin inhibitor
(UTY), Itoh, Tomita, Kobayashi, Uchino,
Maruyama, Nawa, 271

interleukin 4, hepatoma cell, insulin, JAK
kinase, signal transduction, Chuang, Tai,
Kahn, Wu, Lee, Lin, 111

intermediate, adrenodoxin, cytochrome P-
4504cc, 20R,22 R-dihydroxycholesterol, 22 R-
hydroxycholesterol, Sugano, Miura, Mori-
shima, 780

—, acid unfolding, dihydrofolate reductase,
molten globule, thermal unfolding, Ohmae,
Kurumiya, Makino, Gekko, 946

intersubunit interaction, chemical modifica-
tion, disulfide bond, dithiothreitol, dopa-
mine A-monooxygenase, Ishida, Narita,
Nozaki, Horiike, 346

intracellular calcium concentration, cytosolic
phospholipase A,, lysophosphatidylcholine,
mast cell, mitogen-activated protein kin-
ase, Ishimoto, Arisato, Akiba, Sato, 1247

invertebrate, Ca®*-regulation, scallop, stri-
ated muscle, troponin T, Inoue, Ojima,
Nishita, 834

in vitro motility assay, activation energy,
carp myosin, temperature acclimation,
thermostability, Chaen, Nakaya, Guo,
Watabe, 788

IRF, gene regulation, ISGF3, type I inter-
feron, viral induction, Yoneyama, Suhara,
Fukuhara, Sato, Ozato, Fyjita, 160

iron-sulfur cluster, ArcAB, Fnr, oxidative
damage, respiration, Iuchi, Weiner, 1055

ISGF3, gene regulation, IRF, type I inter-
feron, viral induction, Yoneyama, Suhara,
Fukuhara, Sato, Ozato, Fujita, 160

isoform, oil body, oleosin, rice, structure-
function, Chuang, Chen, Chu, Tzen, 74

—, aorta smooth muscle, calmodulin, myosin
I, Hasegawa, Kikuta, Okamoto, 901

—, bovine spleen, carbohydrate specificity,
conserved CRD, galectin-1, Ahmed, Fink,
Pohl, Vasta, 1007

1sotype dependent serum Clgq-fluctuation,
I1gG2b- or IgG3-producing hybridoma,
mouse C1q metabolism, mRNA of the Clq
B-chain, Sasaki, Yamada, Matsui, Dohi,

Hirakawa, Sakanashi, Yonemasu, 306
J

JAK kinase, hepatoma cell, insulin, interleu-
kin 4, signal transduction, Chuang, Tai,
Kahn, Wu, Lee, Lin, 111

Japanese pear, S-allele, self-incompatibility,
S-RNase, two-dimensional gel electropho-
resis, Ishimizu, Sato, Saito, Yoshimura,
Norioka, Nakanishi, Sakiyama, 326

—, ¢cDNA, cloning, nucleotide sequence, self-
incompatibility, S-RNase, Norioka, Nori-
oka, Ohnishi, Ishimizu, Oneyama, Naka-
nishi, Sakiyama, 335

K

aKAP, CaM-kinase II, cDNA sequence, sig-
nal sequence, skeletal muscle, Sugai,
Takeuchi, Okuno, Fujisawa, 773

karyopherin £, importin 8, NLS receptor,
nuclear transport, PTAC97, Makifuchi,
Takeuchi, Kawahire, Odani, Ichimura,
Omata, Horigome, 716

Kennedy pathway, CDP-ethanolamine, phos-
phatidylethanolamine, phosphoethanol-
amine cytidylyltransferase, Saccharo-
myces cerevisiae, Min-Seok, Kawamata,
Nakamura, Ohta, Takagi, 1040

keratan sulfate, corneal stromal cell, culture
in collagen gel, growth factor, proteoglycan,
Nakazawa, Morita, Nakano, Mano, To-
zawa, 117

kidney bean, «-amylase inhibitor, complete
structure, inhibition stoichiometry, sub-
unit structure of a-amylase inhibitor,
Kasahara, Hayashi, Arakawa, Philo, Wen,
Hara, Yamaguchi, 177

kinesin, CD, molecular motor, ncd, Shimizu,
Morii, 1176

kinetic property, carboxyl proteinase, Gram-
negative bacteria, pepstatin, substrate
specificity, Ito, Dunn, Oda, 845

L

L1210, S-galactoside-binding lectin, galec-
tin, leukemic cell, Mai, Jung, Tachikawa,
Fujimoto, 478

B-lactamase, BlaA, DNA-binding protein,
LysR family, Ishiguro, Sugimoto, 98

laminin-1, cell adhesion, integrin «651,
phage display library, synthetic peptide,
Murayama, Nishida, Sekiguchi, 445

laminin-5, cell adhesion, epidermal growth
factor, gastric cancer, tumor promoter,
Mizushima, Miyagi, Kikkawa, Yamanaka,
Yasumitsu, Misugi, Miyazaki, 1196

lead nitrate, aromatic amine, aryl hydrocar-
bon, CYP1A, cytochrome P450, Degawa,
Matsuda, Arai, Hashimoto, 547

lectin, affinity electrophoresis, capillary elec-
trophoresis, ligand binding, molecular re-
cognition, Shimura, Kasai, 1146

Leishmania RNA virus, capsid protein,
pseudoknot structure, ribosomal frame-
shift, RNA-dependent RNA polymerase,
Lee, Suh, Scheffter, Patterson, Chung, 22

lens capsule, basement membrane, gel, self-
assembly, type IV collagen, Nakazato,
Muraoka, Adachi, Hayashi, 889

leukemia, ATL, N-cadherin, «-catenin, S-
catenin, Tsutsui, Moriyama, Arima, Oh-
tsubo, Tanaka, Ozawa, 1034
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leukemic cell, S-galactoside-binding lectin,
galectin, L1210, Mai, Jung, Tachikawa,
Fujimoto, 478

ligand binding, affinity electrophoresis, capil-
lary electrophoresis, lectin, molecular rec-
ognition, Shimura, Kasai, 1146

lipase, pH-stabilization, Pseudomonas aeru-
ginosa, random mutagenesis, thermal sta-
bilization, Shinkai, Hirano, Aisaka, 9156

lipid peroxidation, acidosis, AI** effect, lipo-
some, Ohyashiki, Karino, Suzuki, Matsui,
895

lipogenic enzyme gene expression, adipose
tissue, nutritional regulation, Iritani,
Fukuda, Tada, 242

lipopolysaccharide (LPS), calcium, calcium
chelator, macrophage, tumor necrosis fac-
tor-a (TNF-a), Watanabe, Suzuki, Ko-
bayashi, 1190

liposome, acidosis, AI’* effect, lipid peroxida-
tion, Ohyashiki, Karino, Suzuki, Matsui,
895

—, amphiphilicity, antimicrobial peptide,
planar bilayer, selective toxicity, Hira-
kura, Alvarez-Bravo, Kurata, Natori,
Kirino, 1130

loss of imprinting, chromosomal domain,
DNA methylation, replication timing, uni-
parental disomy, Nakao, Sasak:, 467

LPS, mannose/GIcNAc receptor, protein
kinagse C, Kimura, Hamada, Moriyama,
Kannan, Shiota, Sakurada, Musashi,
Sugano, 488

Lys-gingipain, Arg-gingipain, lysine-specific
cysteine proteinase, Porphyromonas gin-
givalis, precursor structure, Okamoto,
Kadowaki, Nakayama, Yamamoto, 398

lysine-specific cysteine proteinase, Arg-gin-
gipain, Lys-gingipain, Porphyromonas gin-
givalis, precursor structure, Okamoto,
Kadowaki, Nakayama, Yamamoto, 398

lysoglycosphingolipid, glycosphingolipid,
matrix-assisted laser desorption ionization
time-of-flight mass spectrometry, sphin-
golipid, sphingosine, Taketomi, Hara,
Uemura, Sugiyama, 573

lysophosphatidylcholine, cytosolic phospho-
lipase A,, intracellular calcium concentra-
tion, mast cell, mitogen-activated protein
kinase, Ishimoto, Arisato, Akiba, Sato,
1247

lysosome, anion-sensitivity, H*-pump, re-
constitution, vacuolar H*-ATPase, Oka-
moto, Hiratani, Arai, Ohkuma, 608

—, biosynthesis, endocytosis, endosome,
membrane glycoprotein, Akasaki, Michi-
hara, Fujiwara, Mibuka, Tsuji, 1088

LysR family, 8-lactamase, BlaA, DNA-bind-
ing protein, Ishiguro, Sugimoto, 98

M

macrolide, actin, actin depolymerization,
aplyronine A, mycalolide B, Saito, Watabe,
Ozaki, Kigoshi, Yamada, Fusetani, Kara-
ki, 552

macrophage, chemotactic factor, granuloma,
mycoloyl glycolipid, Matsunaga, Oka,
Fujiwara, Yano, 663

—, calcium, calcium chelator, lipopolysac-
charide (LPS), tumor necrosis factor-a
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(TNF-a), Watanabe, Suzuki, Kobayashi,
1190

MALDI-TOFMS, gas-phase hydrazinolysis,
IgA1l, IgA nephropathy, O-linked oligosac-
charide, Iwase, Tanaka, Hiki, Kokubo,
Ishii-Karakasa, Kobayashi, Hotta, 92

—, IgAl, IgA nephropathy, IgAl myeloma,
O-linked oligosaccharide, Iwase, Tanaka,
Hiki, Kokubo, Ishii-Karakasa, Kobayashi,
Hotta, 393

mammary tumor, brain, promoter, receptor
tyrosine kinase, sky, Sasaki, Enami, 264

mannose/GlcNAc receptor, LPS, protein
kinase C, Kimura, Hamada, Moriyama,
Kannan, Shiota, Sakurada, Musashi,
Sugano, 488

mantGDP, alanine scanning, Ran, RanGEF,
RCC1, Azuma, Seino, Seki, Uzawa, Klebe,
Ohba, Wittinghofer, Hayashi, Nishimoto,
82

mast cell, arachidonic acid, phospholipase A,,
phospholipase D, prostaglandin D,, Ishi-
moto, Akiba, Sato, 616

—, glycosylation, N-terminal amino acid
sequence, rat tongue, tryptase, Okumura,
Kudoh, Takashima, Inoue, Sakai, Kido,
856

—, cytosolic phospholipase A,, intracellular
calcium concentration, lysophosphatidyl-
choline, mitogen-activated protein kinase,
Ishimoto, Arisato, Akiba, Sato, 1247

matrix-assisted laser desorption ionization
time-of-flight mass spectrometry, glyco-
sphingolipid, lysoglycosphingolipid, sphin-
golipid, sphingosine, Taketomi, Hara,
Uemura, Sugiyama, 573

medium-chain, enoyl-CoA hydratase, human
enzyme, D-3-hydroxyacyl-CoA dehydra-
tase, peroxisomal, Jiang, Kobayash,
Matsuura, Fukushima, Hashimoto, 624

melanin pigment, Cu’*-carrier protein, in-

" duction by methionine, Streptomyces casta-
neoglobisporus, tyrosinase from Strepto-
myces, Tkeda, Masujima, Sugiyama, 1141

membrane glycoprotein, biosynthesis, endo-
cytosis, endosome, lysosome, Akasaki,
Michihara, Fyjiwara, Mibuka, Tsuji, 1088

membrane topology, cytochrome &, endo-
plasmic reticulum, immunofiuorescence
microscopy, tail-anchored protein, Kuroda,
Kinoshita, Honsho, Mitoma, Ito, 828

methionyl-tRNA, methionyl-tRNA synthe-
tase, ribosomal protein L5, 5S ribosomal
RNA, 5SrRNA-L5 complex, Ogata, Ohno,
Morioka, Terao, 869

methionyl-tRNA  synthetase, methionyl-
tRNA, ribosomal protein L5, 5§S ribosomal
RNA, 5SrRNA-L5 complex, Ogata, Ohno,
Morioka, Terao, 869

microsporidian, ancient divergence of eu-
karyote, elongation factor, Glugea pleco-
glossi, mitochondrion-lacking protozoa,
Kamaishi, Hashimoto, Nakamura, Masu-
da, Nakamura, Okamoto, Shimizu, Hase-
gawa, 1095

mitochondria, Candida tropicalis, carnitine
acetyltransferase, initiation of translation,
peroxisome, Kawachi, Atomi, Ueda,
Hashimoto, Kobayashi, Yoshida, Kama-
sawa, Osumi, Tanaka, 731

—, Ascaris suum, chemical synthesis, NMR,
tRNA, Ohtsuki, Vinayak, Watanabe, Kita,
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Kawai, Watanabe, 1070

mitochondria disease, apoptosis, Fas antigen,
gene expression, respiratory inhibitor,
Asoh, Mori, Hayashi, Ohta, 600

mitochondrial electron-transfer, electron-
transfer inhibitor, succinate-ubiquinone
oxidoreductase, ubiquinol-cytochrome ¢
oxidoreductase, ubiquinone-pool, Yama-
shita, Miyoshi, Hatano, Iwamura, 377

mitochondrial processing peptidase, sub-
strate specificity, Song, Shimokata, Kita-
da, Ogishima, Ito, 1163

mitochondrion-lacking protozoa, ancient di-
vergence of eukaryote, elongation factor,
Glugea plecoglossi, microsporidian, Kama-
ishi, Hashimoto, Nakamura, Masuda,
Nakamura, Okamoto, Shimizu, Hasegawa,
1095

mitogen-activated protein kinase, cytosolic
phospholipase A,, intracellular calcium
concentration, lysophosphatidylcholine,
mast cell, Ishimoto, Arisato, Akiba, Sato,
1247

mixed disulfide, cysteine-thiolation, fatty
acid-binding protein, post-translational
modification, proteolysis, Sato, Baba,
Takahashi, Uchiumi, Odani, 908

molecular evolution, guinea pig «-macroglo-
bulin, murinoglobulin, rodent phylogeny,
Twasaki, Suzuki, Sinohara, 1167

molecular interaction, herpes simplex virus
type 1, human immunoglobulin, optical
biosensor, Inoue, Arai, Aoyagi, 233

molecular motor, CD, kinesin, ned, Shimizu,
Morii, 1176

molecular recognition, affinity electrophore-
sis, capillary electrophoresis, lectin, ligand
binding, Shimura, Kasai, 1146

molten globule, acid unfolding, dihydrofolate
reductase, intermediate, thermal unfold-
ing, Ohmae, Kurumiya, Makino, Gekko,
946

mono-ADP-ribosylation, ADP-ribosylhydro-
lase, cell cycle, Euglena gracilis, NAD",
Takenaka, Masuda, Tsuyama, Tamura,
Miyatake, Nakano, 792

monoamine oxidase A, covalently-bound
flavin, flavoprotein, pargyline, site-direct-
ed mutagenesis, Hiro, Tsugeno, Hirashiki,
Ogata, Ito, 759

monoclonal antibody, CD3, chimeric anti-
body, OKT3, Arakawa, Kuroki, Kuwa-
hara, Senba, Ozaki, Matsuoka, Misumi,
Kanda, Watanabe, 657

mouse, cDNA cloning, heme oxygenase-2,
Matsumoto, Saito-Ohara, Hoshi, Kurata,
1079

mouse Clq metabolism, IgG2b- or IgG3-pro-
ducing hybridoma, isotype dependent
serum Clqg-fluctuation, mRNA of the Clq
B-chain, Sasaki, Yamada, Matsui, Dohi,
Hirakawa, Sakanashi, Yonemasu, 306

mRNA of the Clq B-chain, IgG2b- or IgG3-
producing hybridoma, isotype dependent
serum Clq-fluctuation, mouse Clg metabo-
lism, Sasaki, Yamada, Matsui, Dohi,
Hirakawa, Sakanashi, Yonemasu, 306

mRNA stability, nuclear receptor, post-tran-
scriptional regulation, steroid hormone,
Arao, Miyatake, Yamamoto, Usiku, Matsu-
ura, Ninomiya, Masushige, Hasegawa,
Kato, 710
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mucin-type oligosaccharide, endo- a- N -actyl-
galactosaminidase, g-D-galactosidase, S-
p-Gal-(1 — 3)-a-D-GalNAc-OC.H,NO,-p,
transglycosylation, Murata, Itoh, Haya-
kawa, Usui, 851

murinoglobulin, guinea pig a-macroglobulin,
molecular evolution, rodent phylogeny,
Twasaki, Suzuki, Sinohara, 1167

muscarinic receptor, detergent, G protein,
receptor-G protein complex, solubilization,
Rinken, 193

—, G protein, histidine-tag, purification,
Hayashi, Haga, 1232

muscle-type tropomyosin, actin-binding abil-
ity, head-to-tail interaction, nonmuscle-

type tropomyosin, sea urchin egg tropo--

myosin, Tobita, Hiraide, Miyazaki, Ishi-
moda-Takagi, 922

mutant protein, amyloid formation, denatur-
ed state of a protein, human lysozyme,
stability of amyloidogenic protein, Funa-
hashi, Takano, Ogasahara, Yamagata,
Yutani, 1216

mycalolide B, actin, actin depolymerization,
aplyronine A, macrolide, Saito, Watabe,
Ozaki, Kigoshi, Yamada, Fusetani, Kara-
ki, 552

mycoloyl glycolipid, chemotactic factor,
granuloma, macrophage, Matsunaga, Oka,
Fujiwara, Yano, 663

myoglobin, apomyoglobin, hydrogen bond,
NMR, protein folding, Yamamoto, 126

myosin, actin, actomyosin, actomyosin
ATPase, acto-S1, Katoh, Morita, 189

—, actin, actomyosin, acto-S1, acto-S1
ATPase, Katoh, Morita, 580

myosin I, aorta smooth muscle, calmodulin,
isoform, Hasegawa, Kikuta, Okamoto, 301

N

NAD*, ADP-ribosylhydrolase, cell cycle,
Euglena gracilis, mono-ADP-ribosylation,
Takenaka, Masuda, Tsuyama, Tamura,
Miyatake, Nakano, 792

NADPH oxidase, neutrophil, sphingolipid,
sphingosine, superoxide anion, Sasaki,
Yamaguchi, Saeki, Yamane, Okamura,
Ishibashi, 705

NADP(H) specificity, fatty acid activation,
carbonyl reductase, short-chain dehydro-
genase/reductase family, site-directed
mutagenesis,  Nakanishi,  Kakumoto,
Matsuura, Deyashiki, Tanaka, Nonaka,
Mitsui, Hara, 257

N-cadherin, ATL, a-catenin, S-catenin, leu-
kemia, Tsutsui, Moriyama, Arima, Oh-
tsubo, Tanaka, Ozawa, 1034

ned, CD, kinesin, molecular motor, Shimizu,
Morii, 1176

neural differentiation, apoptosis, ICE-like
activity, P19 cell, proteasome, Kobayashi,
Shinozaki, Momoi, Arahata, Tsukahara,
699

neurite, differentiation, [L.6, NGF, PC12 cell,
Thara, Iwamatsu, Fujiyoshi, Komi, Yamori,
Fukui, 865

neurofibromatosis type 1, alternative splic-
ing, brain, ras GTPase-activating protein,
testis, Suzuki, Takahashi, Yasumoto, Fuse,
Shibahara, 1048
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neutrophil, extracellular-superoxide dis-
mutase, hemodialysis patient, heparin,
trypsin, Adachi, Morihara, Yamazaki,
Yamada, Futenma, Kato, Hirano, 184

—, NADPH oxidase, sphingolipid, sphin.-
gosine, superoxide anion, Sasaki, Yama-
guchi, Saeki, Yamane, Okamura, Ishibashi,
705

nfsB, Escherichia coli, flavin reductase,
flavoenzyme, nitroreductase, Zenno, Koike,
Tanokura, Saigo, 736

NGF, apoptosis, Bel-2, hydrogen peroxide,
reactive oxygen species, Satoh, Sakai
Enokido, Uchiyama, Hatanaka, 540

—, differentiation, IL6, neurite, PC12 cell,
Thara, Iwamatsu, Fujiyoshi, Komi, Yamori,
Fukui, 865

nitric oxide, carbon monoxide, cytostasis,
heme oxygenase, nitric oxide synthase,
Kurata, Matsumoto, Yamashita, 49

nitric oxide synthase, carbon monoxide, cyto-
stasis, heme oxygenase, nitric oxide, Kura-
ta, Matsumoto, Yamashita, 49

nitroreductase, Escherichia coli, flavin reduc-
tase, flavoenzyme, nfsB, Zenno, Kouke,
Tanokura, Saigo, 736

NLS receptor, importin £, karyopherin S,
nuclear transport, PTAC97, Makifuchs,
Takeuchi, Kawahire, Odani, Ichimura,
Omata, Horigome, 716

NMR, apomyoglobin, hydrogen bond, myo-
globin, protein folding, Yamamoto, 126

—, Ascaris suum, chemical synthesis, mito-
chondria, tRNA, Ohtsuki, Vinayak, Wata-
nabe, Kita, Kawai, Watanabe, 1070

noncollagenous domain, «1(IV) collagen,
basement membrane, bovine lens capsule,
collagen IV, Iwata, Sado, Sasaki, Ima-
mura, Ninomiya, Hayashi, 133

nonmuscle-type tropomyosin, actin-binding
ability, head-to-tail interaction, muscle-
type tropomyosin, sea urchin egg tropo-
myosin, Tobita, Hiraide, Miyazaki, Ishi-
moda-Takagi, 922

N-terminal amino acid sequence, glycosyla-
tion, mast cell, rat tongue, tryptase, Oku-
mura, Kudoh, Takashima, Inoue, Sakai,
Kido, 856

N-terminal fragment, nuclease, peptide fold-
ing, unfolding and refolding, Staphylococ-
cus, Zhou, Jing, 881

nuclear pore transport, GEF, G protein, Ran
pathway, RCC1, RNA1, Seki, Hayashi,
Nishimoto, 207

nuclear receptor, mRNA stability, post-tran-
scriptional regulation, steroid hormone,
Arao, Miyatake, Yamamoto, Usiku, Matsu-
ura, Ninomiya, Masushige, Hasegawa,
Kato, 710

nuclear transport, importin g, karyopherin g,
NLS receptor, PTAC97, Makifuchi, Take-
uchi, Kawahire, Odani, Ichimura, Omata,
Horigome, 716

nuclease, N-terminal fragment, peptide fold-
ing, unfolding and refolding, Staphylococ-
cus, Zhou, Jing, 881

nucleotide, actin, divalent cation, subtilisin,
surface loop, Ooi, Mihashi, 1104

nucleotide binding, Escherichia coli, F,-
ATPase, TNP-ATP, uni-site catalysis,
Muneyuki, Hisabori, Sasayama, Mochi-
zuki, Yoshida, 940

nucleotide sequence, cDNA, cloning, Japa.-
nese pear, self-incompatibility, S-RNase,
Norioka, Norioka, Ohnishi, Ishimizu, One-
yama, Nakanishi, Sakiyama, 335

—, embryogenesis, F9 cell, genomic organiza-
tion, polycomb group gene, Motaleb, Taki-
hara, Nomura, Matsuda, Higashinaka-
gawa, Shimada, 797

nucleotide sequence analysis, Candida utilis,
overexpression in E. coli, oxidation of
cysteine residue, uricase, Koyama, Ichi-
kawa, Nokano, 969

nucleotide-sugar transporter, CMP-sgialic acid
transporter, UDP-.galactose transporter,
UDP-N -acetylglucosamine transporter,
Ishida, Miura, Yoshioka, Kawakita, 1074

nutritional regulation, adipose tissue, lipo-
genic enzyme gene expression, Iritani,
Fukuda, Tada, 242
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oil body, isoform, oleosin, rice, structure-
function, Chuang, Chen, Chu, Tzen, 74

OKT3, CD3, chimeric antibody, monoclonal
antibody, Arakawa, Kuroki, Kuwahara,
Senba, Ozaki, Matsuoka, Misumi, Kanda,
Watanabe, 657

oleosin, isoform, oil body, rice, structure-
function, Chuang, Chen, Chu, Tzen, 74

O-linked oligosaccharide, gas-phase hydra-
zinolysis, IgA1l, IgA nephropathy, MALDI-
TOFMS, Iwase, Tanaka, Hiki, Kokubo,
Ishii-Karakasa, Kobayashi, Hotta, 92

—, IgAl, IgA nephropathy, IgAl myeloma,
MALDI-TOFMS, Iwase, Tanaka, Hiki,
Kokubo, Ishii-Karakasa, Kobayashi,
Hotta, 393

opioid receptor, activated thiol, affinity label-
ing, disulfide bond, enkephalin, Yasunaga,
Motoyama, Nose, Kodama, Kondo, Shimo-
higashi, 459

optical biosensor, herpes simplex virus type
1, human immunoglobulin, molecular
interaction, Inoue, Arai, Aoyagi, 233

organ uptake, carrier erythrocyte, cell target-
ing, encapsulated carbonic anhydrase, sus-
tained release, Alvarez, Herréiez, Murci-
ano, Jordan, Diez, Tejedor, 286

overexpression in E. coli, Candida utilis,
nucleotide sequence analysis, oxidation of
cysteine residue, uricase, Koyama, Ichi-
kawa, Nakano, 969

oxidation of cysteine residue, Candida utilis,
nucleotide sequence analysis, overexpres-
sion in E. coli, uricase, Koyama, Ichtkawa,
Nakano, 969

oxidative damage, ArcAB, Fnr, iron-sulfur
cluster, respiration, Iuchi, Weiner, 1055

2-oxoacid:ferredoxin oxidoreductase, ar-
chaea (archaebacteria), evolution, primary
structure, Sulfolobus, Zhang, Iwasaki,
Wakagi, Oshima, 587

2-oxoglutaconate, aspartate aminotransfer-
ase, glutamate dehydrogenase, 2-oxogluta-
conic acid dimethylester, syncatalytic inac-
tivation, Kato, Asano, Makar, Cooper, 531

2-oxoglutaconic acid dimethylester, aspartate
aminotransferase, glutamate dehydrogen-
ase, 2-oxoglutaconate, syncatalytic inac-
tivation, Kato, Asano, Makar, Cooper, 531
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P19 cell, apoptosis, ICE-like activity, neural
differentiation, proteasome, Kobayashi,
Shinozaki, Momoi, Arahata, Tsukahara,
699

P450, brain, cholesterol, sterol synthesis,
sterol 14-demethylase, Aoyama, Horiuchi,
Yoshida, 982

P450nor isoform, amino acid sequence,
amino-terminal processing, cytochrome
P450nor, Fusarium oxysporum, Nakahara,
Shoun, 1082

p53, Cyp3a, dexamethasone, hepatocyte,
primary culture, Shimoji, Itoh, Toide,
Nakayama, Aizawa, Kamataki, 42

PAF, cDNA cloning, guinea pig, PAF-acetyl-
hydrolase, purification, Karasawa, Kuge,
Kawasaki, Nishiima, Nakano, Tomita,
Yokoyama, Setaka, Nojima, 838

PAF-acetylhydrolase, cDNA cloning, guinea
pig, PAF, purification, Karasawa, Kuge,
Kawasaki, Nishijima, Nakano, Tomita,
Yokoyama, Setaka, Nojima, 838

pancreas, bikunin, human, inter.a-trypsin
inhibitor light chain, urinary trypsin in-
hibitor (UTI), Itoh, Tomita, Kobayashi,
Uchino, Maruyama, Nawa, 271

pancreatic carcinogenesis, bikunin, inter-a-
trypsin inhibitor, trypstatin, hamster,
Yamamoto, Yamamoto, Sinohara, 145

pargyline, covalently-bound flavin, flavopro-
tein, monoamine oxidase A, site-directed
mutagenesis, Hiro, Tsugeno, Hirashiki,
Ogata, Ito, 759

parotid gland, amylase exocytosis, cofilin
dephosphorylation, protein phosphatase,
Takuma, Ichida, Yokoyama, Tamura,
Obinata, 35

PC12 cell, differentiation, IL6, neurite, NGF,
Thara, Iwamatsu, Fujiyoshi, Komi, Yamori,
Fukui, 865

pepsin, amino acid sequence, cDNA sequence,
pepsinogen, turtle, Hirasawa, Athauda,
Takahashi, 407

—, amino acid sequence, pepsinogen, phylo-
genetic tree, tuna, Tanji, Yakabe, Kage-
yama, Takahashi, 647

pepsin digestion, advanced glycation end
product, collagen, cross-link, glycation,
Tian, Toda, Higashino, Matsumura, 1153

pepsinogen, amino acid sequence, cDNA
sequence, pepsin, turtle, Hirasawa, Atha-
uda, Takahashi, 407

—, amino acid sequence, pepsin, phylogenetic
tree, tuna, Tanji, Yakabe, Kageyama,
Takahashi, 647

pepstatin, acid proteinase, carboxyl protein-
ase, cloning, Xanthomonas, Oda, Ito,
Uchida, Shibano, Fukuhara, Takahashi,
564

—, carboxyl proteinase, Gram-negative bac-
teria, kinetic property, substrate speci-
ficity, Ito, Dunn, Oda, 845

peptide folding, N-terminal fragment, nu-
clease, unfolding and refolding, Staphylo-
coccus, Zhou, Jing, 881

perlecan, Alzheimer’s disease, EHS tumor,
heparan sulfate, proteoglycan, Castillo,
Cummings, Ngo, Yang, Snow, 433

peroxisomal, enoyl-CoA hydratase, human
enzyme, D-3-hydroxyacyl-CoA dehydra-
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tase, medium-chain, Jiang, Kobayashi,
Matsuura, Fukushima, Hashimoto, 624

—, bifunctional protein, D-3-hydroxyacyl-
CoA dehydratase, D-3-hydroxyacyl-CoA
dehydrogenase, rat enzyme, Jiang, Miya-
zawa, Hashimoto, 633

peroxisome, Candida tropicalis, carnitine
acetyltransferase, initiation of translation,
mitochondria, Kawachi, Atomi, Ueda,
Hashimoto, Kobayashi, Yoshida, Kama-
sawa, Osumi, Tanaka, 731

phage display library, cell adhesion, integrin
a61, laminin-1, synthetic peptide, Mura-
yama, Nishida, Sekiguchi, 445

phosphatidylethanolamine, = CDP-ethanol-
amine, Kennedy pathway, phosphoethanol-
amine cytidylyltransferase, Saccharomy-
ces cerevisiae, Min-Seok, Kawamata,
Nakamura, Ohta, Takagi, 1040

phosphatidylinositol, cdk2, cyclin D, cyclin E,
inostamycin, Deguchi, Imoto, Umezawa,
1118

phosphatidylinositol 4-kinase, phosphatidyl-
inositol 4-phosphate, platelet, sphingo-
lipid, sphingosine, Hashizume, Nakao,
Sato, 61

phosphatidylinositol 4-phosphate, phospha-
tidylinositol 4-kinase, platelet, sphingo-
lipid, sphingosine, Hashizume, Nakao,
Sato, 61

phosphodiesterase, calcineurin,
pump, calmodulin, ganglioside,
Yoshida, Sato, Yamagata, 66

phosphoenolpyruvate carboxylase, allosteric
effector, guanidine hydrochloride, ther-
mostable enzyme, Thermus sp, Nakamura,
Minoguchi, Izui, 518

phosphoethanolamine cytidylyltransferase,
CDP-ethanolamine, Kennedy pathway,
phosphatidylethanolamine, Saccharomyces
cerevisiae, Min-Seok, Kawamata, Naka-
mura, Ohta, Takagi, 1040

phospholipase A,, arachidonic acid, mast cell,
phospholipase D, prostaglandin D,, Ishi-
moto, Akiba, Sato, 616

—, acylation of phospholipase A,, circular
dichroism, conformational change, hydro-
phobic anchor, Ahmed, Kelly, Lawrence,
Mezna, Price, 1224

phospholipase C, chimera, glutamate recep-
tor, G protein, Xenopus oocyte, Nakamura,
Nukada, Imai, Sugiyama, 996

phospholipase D, arachidonic acid, mast cell,
phospholipase A,, prostaglandin D,, Ishi-
moto, Akiba, Sato, 616

Photobacterium damsela, bacterial sialyl-
transferase, A-galactoside a2,6-sialyl-
transferase, Yamamoto, Nakashizuka,
Kodama, Kajihara, Terada, 104

photosynthesis, electron transfer, photosys-
tem I, plastocyanin, site-directed muta-
genesis, Hibino, Lee, Yajima, Odani,
Yamauchi, Takabe, 556

photosystem I, electron transfer, photosyn-
thesis, plastocyanin, site-directed muta-
genesis, Hibino, Lee, Yajima, Odani,
Yamauchi, Takabe, 556

pH-stabilization, lipase, Pseudomonas aeru-
ginosa, random mutagenesis, thermal sta-
bilization, Shinka:i, Hirano, Aisaka, 915

phylogenetic tree, amino acid sequence, pep-
sin, pepsinogen, tuna, Tanji, Yakabe,

calcium
Higashi,
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Kageyama, Takahashi, 647

Pichia pastoris, antibody engineering, bi-
functional, disulfide bond, single-chain Fv,
Luo, Mah, Wishart, Zhang, Jacobs, Mar-
tin, 229

planar bilayer, amphiphilicity, antimicrobial
peptide, liposome, selective toxicity, Hira-
kura, Alvarez-Bravo, Kurata, Natori,
Kirino, 1130

plasma, elastin, elastin-binding protein,
ficolin, transforming growth factor-g81,
Harumiya, Takeda, Sugiura, Fukumoto,
Tachikawa, Miyazono, Fujimoto, Ichiyo,
745

plasminogen activator, endothelial cell,
fibrinolysis, plasminogen activator inhibi-
tor-1, T-686, Ohtani, Takagi, Hirano,
Murakami, Sasaki, 1203

plasminogen activator inhibitor-1, endothe-
lial cell, fibrinolysis, plasminogen ac-
tivator, T-686, Ohtani, Takagi, Hirano,
Murakami, Sasaki, 1203

plastocyanin, electron transfer, photosynthe-
sis, photosystem I, site-directed mutagene-
sis, Hibino, Lee, Yajima, Odani, Yamauchi,
Takabe, 556

platelet, phosphatidylinositol 4-kinase, phos-
phatidylinositol 4-phosphate, sphingolipid,
sphingosine, Hashizume, Nakao, Sato, 61

point mutation, conformation dynamics,
SSCP, 8sDNA, solution structure, Naka-
bayashi, Nishigaki, 320

polycomb group gene, embryogenesis, F9 cell,
genomic organization, nucleotide sequence,
Motaleb, Takihara, Nomura, Matsuda,
Higashinakagawa, Shimada, 797

polymorphonuclear leukocyte, ADP-ribosyl-
transferase, calcium, exocytosis, zymosan,
Terashima, Badruzzaman, Tsuchiya,
Shimoyama, 1209

porcine kidney, N-acyl-D-glucosamine 2-epi-
merase, crystallization, renin-binding pro-
tein, X-ray crystallography, Maru, Oh-
nishi, Ohta, Hashimoto, Tsukada, Murata,
Mikami, 481

Porphyromonas gingivalis, Arg-gingipain,
Lys-gingipain, lysine-specific cysteine pro-
teinase, precursor structure, Okamoto,
Kadowaki, Nakayama, Yamamoto, 398

post-transcriptional regulation, mRNA sta-
bility, nuclear receptor, steroid hormone,
Arao, Miyatake, Yamamoto, Usiku, Matsu-
ura, Ninomiya, Masushige, Hasegawa,
Kato, 710

post-translational modification, cysteine-
thiolation, fatty acid-binding protein,
mixed disulfide, proteolysis, Sato, Baba,
Takahashi, Uchiumi, Odani, 908

precursor structure, Arg-gingipain, Lys-gin-
gipain, lysine-specific cysteine proteinase,
Porphyromonas gingivalis, Okamoto,
Kadowaki, Nakayama, Yamamoto, 398

pre-mRNA splicing, exonic enhancer, SR
protein, transacting factor, Ul snRNP,
Achsel, Shimura, 53

—, spliceosomal intron, Ul snRNA, U4
snRNA, U5 snRNA, Takahashi, Tani,
Ohshima, 677

primary culture, Cyp3a, dexamethasone,
hepatocyte, p53, Shimoji, Itoh, Toide,
Nakayama, Aizawa, Kamataki, 42

primary rat hepatocyte, dimethyl sulfoxide,
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re-expression, serine dehydratase, trypto-
phan 2,3-dioxygenase, Mizuguchi, Mitaka,
Kojima, Hirata, Nakamura, Mochizuki,
511

primary structure, archaea (archaebacteria),
evolution, 2-oxoacid:ferredoxin oxidore-
ductase, Sulfolobus, Zhang, Iwasaki, Waka-
gi, Oshima, 587

promoter, brain, mammary tumor, receptor
tyrosine kinase, sky, Sasaki, Enami, 264

promoter structure, exon-intron structure,
genomic DNA, prostacyclin (PGI,)-stimu-
lating factor, transcription initiation site,
Mizushima, Sato, Negishi, Koushima,
Okamoto, Nii, Hashimoto, Umeda, Na-
wata, Kanamori, 929

prostacyclin (PGl,)-stimulating factor, exon-
intron structure, genomic DNA, promoter
structure, transcription initiation site,
Mizushima, Sato, Negishi, Koushima,
Okamoto, Nii, Hashimoto, Umeda, Na-
wata, Kanamori, 929

prostaglandin D;, arachidonic acid, mast cell,
phospholipase A,, phospholipase D, Ishi-
moto, Akiba, Sato, 616

proteasome, apoptosis, ICE-like activity,
neural differentiation, P19 cell, Kobayashi,
Shinozaki, Momoi, Arahata, Tsukahara,
699

protein C, y-carboxyglutamic acid domain,
inherited deficiency, secretion, vitamin K-
dependent factor, Tokunaga, Tsukamoto,
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